Tree scale: 0.1

Clostridium saccharolyticum An168 99
Clostridium saccharolyticum An861 93
Clostridium saccharolyticum An14 95
Clostridium aldenense ET318 99.76
Clostridium clostridioforme ET46 98.94
Clostridium bolteae ET61 99.2
Blautia producta An915 93.6
Ruminococcus gnavus ET50 99.8
Eubacterium contortum ET52 95.3
Eubacterium contortum An936 95.8
Eubacterium contortum ET55 95.5
Eubacterium contortum ET51 94.9
Eubacterium fissicatena An138 94
Eubacterium fissicatena An131 94
Drancourtella massiliensis An210 95
Drancourtella massiliensis An177 95
Drancourtella massiliensis An57 95
Drancourtella massiliensis An770 95
Drancourtella massiliensis An12 96
Clostridium oroticum An181 95
Lachnoclostridium phocaeense An582 97.97
Eubacterium contortum An118 95
Faecalicatena fissicatena An773 92
Faecalicatena contorta An826 94.8
Eubacterium contortum An846 94.8
Mordavella massiliensis An499 95.09
Mordavella massiliensis ET269 95.14
Mordavella massiliensis An420c 95.3
Clostridium glycyrrhizinilyticum An169 96
Mediterraneibacter massiliensis An427 95.26
Clostridium glycyrrhizinilyticum An808 95
Clostridium glycyrrhizinilyticum An76 96
Faecalicatena orotica ET988 94.86
Ruminococcus torques ET982 95.28
Clostridium glycyrrhizinilyticum ET229 96.52
Clostridium glycyrrhizinilyticum ET488 96.45
Clostridium glycyrrhizinilyticum An785 96
Clostridium glycyrrhizinilyticum ET981 96.79
Clostridium glycyrrhizinilyticum ET953 96.18
Clostridium glycyrrhizinilyticum ET18 96.13
Clostridium glycyrrhizinilyticum An298 96
Roseburia hominis An869 96
Blautia producta An81 95
Clostridium saccharolyticum ET950 95.24
Clostridium saccharolyticum An817 94.28
Clostridium saccharolyticum An196 93
Blautia schinkii An249 93
Eubacterium hallii An3 95
Eubacterium hallii An11 95

— Clostridium lactatifermentans An114 95

y Clostridium lactatifermentans An75 99

Anaerotignum lactatifermentans An431b 98.02

Anaerotignum lactatifermentans An390 97.9

Anaerotignum lactatifermentans An514 97.69

Paraclostridium benzoelyticum ET60 99.86
m — Clostridioides difficile ET40 99.93

— —— Clostridium sporogenes ET59 100

Clostridium saudiense An435 98.78
Clostridium saudiense An434a 98.38
Clostridium saudiense An430 98.38

LAATIMT]

Al

=

= 1

lﬂ

Clostridium perfringens ET49 99.86
Clostridium perfringens An68 99
Clostridium perfringens An185 99
Absiella dolichum ET1085 90.95
Eubacterium cylindroides An64 99
Eubacterium cylindroides An178 99
Eubacterium cylindroides An849 99
Eubacterium cylindroides An765 99
Faecalicoccus acidiformans ET224 99.93
Faecalicoccus acidiformans An423 99.93
Faecalicoccus pleomorphus ET304 98.99
Faecalicoccus pleomorphus ET352 98.92
Streptococcus pleomorphus An766 99
Faecalicoccus pleomorphus An797 98.9
Streptococcus pleomorphus An848 99

Faecalibacillus faecis An567 95.43
~ Faecalibacillus faecis An433a 95.36
Faecalibacillus faecis An429 95.36

Clostridium spiroforme An173 94
Clostridium spiroforme An15 94
Clostridium spiroforme An26 99
Clostridium spiroforme An158 99
Clostridium spiroforme An149 99
Coprobacillus cateniformis An779 99

—

L Massiliomicrobiota timonensis An731 100
Massiliomicrobiota timonensis An13 100
Massiliomicrobiota timonensis An105 98
Massiliomicrobiota timonensis An80 98
Massiliomicrobiota timonensis ET341 97.72
Massiliomicrobiota timonensis An142 98
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Massiliomicrobiota timonensis An134 98
Streptococcus pasteurianus An908 99.7
Streptococcus alactolyticus An823 99.9
Streptococcus alactolyticus ET56 100
Streptococcus alactolyticus ET54 100
Enterococcus gallinarum An774 99
Enterococcus cecorum An69 100
Enterococcus cecorum An144 100
Enterococcus cecorum An483 99.87
Enterococcus cecorum ET39 99.87
Staphylococcus saprophyticus ET885 99.81
Staphylococcus saprophyticus ET883 100
Oceanobacillus oncorhynchi ET83 100
Bacillus cereus An806 100

Bacillus circulans An880 99

_|: Bacillus stratosphericus ET127 99.93

Bacillus licheniformis An441 100
Lactobacillus gasseri An197 99
Lactobacillus crispatus ET1040 99.81
Lactobacillus crispatus An726 99
Lactobacillus gallinarum An153 99
Lactobacillus gallinarum An119 99
Lactobacillus gallinarum An338a 99.74
Lactobacillus gallinarum An447 99.81
Lactobacillus gallinarum ET344 99.81
Lactobacillus gallinarum An115 99
Lactobacillus gallinarum An101 99
Weissella paramesenteroides ET878 100
Pediococcus pentosaceus ET879 99.75
Weissella jogaejeotgali ET877 99.69
Pediococcus acidilactici ET880 99.39
Lactobacillus coleohominis An574 98.9
Lactobacillus coleohominis An526 98.9
Lactobacillus ingluviei An777 99
Lactobacillus alvi An810 99

Lactobacillus coleohominis ET1030 96.67

Lactobacillus reuteri An769 99
Lactobacillus reuteri An71 99
Lactobacillus reuteri An166 99
Lactobacillus panis ET1014 99.26
Lactobacillus pontis ET1023 99.36
Lactobacillus vaginalis ET937 99.29

Lactobacillus vaginalis ET943 99.35
Lactobacillus vaginalis ET1072 99.35
Lactobacillus vaginalis ET954 99.35
Lactobacillus vaginalis ET1033 99.35
Lactobacillus vaginalis ET1001 99.35
Lactobacillus ruminis An917 99.9
Lactobacillus agilis An796 99
Lactobacillus agilis ET1044 99.8
Lactobacillus agilis An795 99
Lactobacillus aviarius ET1018 99.41
Lactobacillus aviarius ET345 100
Lactobacillus aviarius An347 99.87

B Lactobacillus salivarius ET1002 99.93
Lactobacillus salivarius An63 99
Lactobacillus salivarius An128 99
Ligilactobacillus salivarius ET479 99.68
Lactobacillus salivarius An84 99
Lactobacillus salivarius An787 99
Lactobacillus salivarius An879 99.7
Lactobacillus salivarius An453 99.74
Lactobacillus salivarius ET944 99.81
Lactobacillus salivarius ET1053 99.81
Lactobacillus salivarius ET1047 99.81
Lactobacillus salivarius ET141 99.76
Lactobacillus salivarius An813 99.8
Mitsuokella multacida An892 98.7
Anaerovibrio lipolyticus An883 94.3
Megamonas funiformis An776 98.49
Megamonas rupellensis An805 98
Megamonas funiformis An949 99
Megamonas hypermegale ET432 96.91
Megamonas hypermegale ET430 97.37
Megamonas hypermegale An288 99.93
Megamonas hypermegale An400 99.79
Megamonas hypermegale An809 99
Veillonella magna An537 99.52
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l Veillonella magna An354 99.45
Megasphaera elsdenii ET1046 95.98
Megasphaera stantonii ET978 99.6
Megasphaera hexanoica ET990 95.43

Megasphaera elsdenii An838 99.6

Megasphaera stantonii ET517 98.85
Megasphaera elsdenii An286 95

Megasphaera elsdenii An771 94.66
Phascolarctobacterium succinatutens ET593 100
Phascolarctobacterium succinatutens ET592 100
Phascolarctobacterium faecium ET66 94.72
Phascolarctobacterium faecium ET70 94.85

Phascolarctobacterium faecium ET67 94.65
Phascolarctobacterium faecium ET956 94.72
Phascolarctobacterium faecium ET69 94.72
Phascolarctobacterium faecium ET65 94.65

Phascolarctobacterium faecium ET938 94.64
J_ Phascolarctobacterium faecium ET68 94.52
Anaerofilum agile An201 91

r Faecalibacterium prausnitzii An58 96
L Faecalibacterium prausnitzii An121 95
Faecalibacterium prausnitzii An192 97

4{ Faecalibacterium prausnitzii An77 96
Faecalibacterium prausnitzii An122 96

Fournierella massiliensis An912 94.3
Gemmiger formicilis An812 97.5
Gemmiger formicilis An723 98
Gorbachella massiliensis An578 99.43
Gemmiger formicilis An120 95
Gemmiger formicilis An87 94
Gemmiger formicilis An194 95
Gemmiger formicilis An50 94
Fournierella massiliensis ET340 98.73
Phocea massiliensis An559 91.08
Hydrogenoanaerobacterium saccharovorans An564 91.09

Anaerotruncus colihominis An251 99
| Anaerotruncus colihominis An175 99
Anaerotruncus colihominis An174 99

Anaeromassilibacillus senegalensis An172 92
Anaeromassilibacillus senegalensis An200 94
Anaeromassilibacillus senegalensis An250 97
Neglecta timonensis ET932 95.21
Anaeromassilibacillus senegalensis An867 94.4
Butyricicoccus pullicaecorum ET57 97.4
Butyricicoccus pullicaecorum An180 99
Butyricicoccus pullicaecorum An179 99
Agathobaculum desmolans ET253 96.67
Agathobaculum desmolans ET247 96.67
Butyricicoccus pullicaecorum ET259 96.48
Butyricicoccus pullicaecorum ET257 96.76
Intestinimonas butyriciproducens An565 92.2
Oscillibacter valericigenes An907 93.7
Oscillibacter valericigenes An890 96
Oscillibacter valericigenes An860 96
Oscillibacter ruminantium ET58 99.86
Oscillibacter valericigenes An563 95.71
Oscillibacter valericigenes An411 95.77
Pseudoflavonifractor capillosus An85 96
— Pseudoflavonifractor capillosus An386a 95.98
Pseudoflavonifractor capillosus An44 96
Pseudoflavonifractor capillosus An187 96
Pseudoflavonifractor capillosus An176 96
Pseudoflavonifractor capillosus An841 95.91
Flavonifractor plautii An100 95
Pseudoflavonifractor phocaeensis An901 94.6
Pseudoflavonifractor phocaeensis An858 94
Pseudoflavonifractor capillosus An184 96
Pseudoflavonifractor phocaeensis ET980 95.14
Pseudoflavonifractor phocaeensis ET53 95.2
Pseudoflavonifractor phocaeensis An507 96.51
Flavonifractor plautii An82 97
Flavonifractor plautii An91 97
Flavonifractor plautii An52 97
Flavonifractor plautii An4 97
Flavonifractor plautii An9 97
Flavonifractor plautii An856 97
Flavonifractor plautii An112 97
Intestinimonas butyriciproducens An503 96.63
Flavonifractor plautii An10 96
Flavonifractor plautii An92 98
Flavonifractor plautii An135 98
Pseudoflavonifractor phocaeensis An569 96.64
Pseudoflavonifractor phocaeensis An431c 96.57
Flavonifractor plautii An248 100
Flavonifractor plautii An790 99
Flavonifractor plautii HJ31 99.8
Flavonifractor plautii An306 98
Pseudoflavonifractor phocaeensis An828 98.6
Pseudoflavonifractor phocaeensis An485 98.7
Campylobacter jejuni Cj11168 99.86
Helicobacter Pullorum ET904 99.39
— Helicobacter Pullorum ET906 99.05
M Helicobacter pullorum ET908 99.39
Desulfovibrio desulfuricans An276 92
Desulfovibrio desulfuricans ET209 93.73
Desulfovibrio piger An418 99.55

4{ Desulfovibrio piger An401 99.42
— Desulfovibrio piger ET1013 99.5

Brevundimonas olei ET921 100
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- Brevundimonas diminuta ET918 99.93
— Succinatimonas hippei ET64 99.32
— Succinatimonas hippei ET63 100

Gallibacterium anatis ET423 99.25

Escherichia coli An786 99

Escherichia coli ET78 99.68
Escherichia coli An190 99

Salmonella Enteritidis SE147 99.67
Salmonella Typhimurium STM906 100
Salmonella Typhimurium STM1487 100

Sutterella massiliensis An829 95.6
Parasutterella secunda ET1000 99.13
Parasutterella secunda An562 99.4
Parasutterella secunda ET999 99.8
Parasutterella secunda ET73 100
Parasutterella secunda ET75 99.87
Parasutterella secunda ET1006 99.87
Parasutterella secunda ET74 99.93
Parasutterella secunda ET72 99.93
Parasutterella secunda ET1004 99.93
I__ Fusobacterium perfoetens An888 96.9
Fusobacterium perfoetens An877 94.6
Fusobacterium varium ET1086 100
L Fusobacterium varium An876 98.3
Fusobacterium mortiferum ET45 99.8
Fusobacterium mortiferum An874 99.9
Fusobacterium mortiferum An814 99.1
Fusobacterium mortiferum An425 99.06
Fusobacterium mortiferum An397 99.06
Elusimicrobium minutum An273 93.74
Cloacibacillus porcorum An23 93.12
Akkermansia muciniphila An78 100
] [ Brachyspira innocens ET903 99.37
l Brachyspira innocens ET902 99.44
Cellulomonas cellasea ET82 98.32
0 T S—— Actinomyces viscosus ET81 98.67
,— Arcanobacterium haemolyticum ET43 93.66
] Schaalia hyovaginalis ET41 98.2
Cutibacterium acnes ET1028 100
Corynebacterium glutamicum ET887 99.78
— Corynebacterium variabile ET886 100
|— Corynebacterium stationis ET889 99.93
Corynebacterium stationis ET884 99.23
Bifidobacterium stercoris An807 98
Bifidobacterium saeculare An836 96
Bifidobacterium boum An918 99.6
Bifidobacterium porcinum ET604 98.95
Bifidobacterium thermophilum ET605 99.54
Bifidobacterium porcinum ET607 99.54
Bifidobacterium saeculare An775 100
Bifidobacterium saeculare An845 99.7
Bifidobacterium saeculare An831 99.7
Bifidobacterium saeculare ET1012 99.74
Bifidobacterium saeculare An816 99.6
Olsenella uli An285 96
Olsenella uli An290 96
Olsenella uli ET964 96.14
Olsenella uli ET931 96.48
Olsenella uli ET929 96.48
Olsenella uli ET1066 96.28
Olsenella uli An270 96
Olsenella uli ET926 96.02
Olsenella uli ET939 95.95
— Olsenella uli ET1050 96.01
Olsenella uli An188 96
Olsenella uli An820 96.2
Olsenella uli An733 96
Olsenella uli An732 96
Olsenella profusa An794 96
Olsenella uli ET337 96.08
Olsenella uli An293 96
Slackia piriformis ET934 92.19
Gordonibacter urolithinfaciens An234A 99
Gordonibacter urolithinfaciens An232A 94
Gordonibacter urolithinfaciens An230 94
Collinsella tanakaei An2 94
Enorma phocaeensis ET1051 94.62
Enorma phocaeensis An718 95
Enorma timonensis An5 96
Enorma massiliensis An70 99
Enorma massiliensis An788 99
Enorma massiliensis An340a 99.11
Collinsella intestinalis An307 96
Collinsella intestinalis An840 94.7
Collinsella intestinalis An7 95
Collinsella intestinalis An719 94
Collinsella intestinalis An713 94
Collinsella intestinalis ET35 94.48
Collinsella intestinalis An268 94
Collinsella tanakaei ET963 95.45
Collinsella tanakaei ET1084 95.52
Collinsella tanakaei ET226 95.45
Collinsella tanakaei ET10 95.45
Collinsella tanakaei ET970 95.85
Collinsella tanakaei An791 96
Collinsella tanakaei An804 96
Collinsella tanakaei An368 95.99
Collinsella tanakaei ET966 96.06
Collinsella tanakaei ET935 96.06
Collinsella tanakaei An833 96.1
Collinsella tanakaei An712 96
Collinsella tanakaei An271 96
Collinsella tanakaei An792 96
Collinsella tanakaei ET32 96.19
Collinsella tanakaei An789 96
Collinsella tanakaei ET1070 96.26
Empedobacter brevis ET922 99.93
Chryseobacterium formosense ET920 98.67
Chryseobacterium indologenes ET900 100
Chryseobacterium indologenes ET871 100
| Muribaculum intestinale An289 83
' Muribaculum intestinale An287 83
Sphingobacterium multivorum ET919 99.69
Sphingobacterium multivorum ET917 99.6
Sphingobacterium siyangense ET901 99.33
Sphingobacterium multivorum ET893 99.79
Barnesiella viscericola ET1069 96.73
Barnesiella viscericola An55 98
Barnesiella viscericola ET7 97.39
Barnesiella viscericola An22 98
Alistipes senegalensis An3la 97
Alistipes senegalensis ET1039 96.9
Alistipes senegalensis ET1032 96.9
Alistipes onderdonkii An90 100
Alistipes senegalensis An66 97
Alistipes senegalensis ET1007 96.9
Alistipes shahii An54 96
Alistipes senegalensis An116 97
Butyricimonas paravirosa An62 98
[ Odoribacter splanchnicus An45 99
L Odoribacter splanchnicus An39 99
Parabacteroides merdae An277 92
Parabacteroides distasonis An897 93.86
Parabacteroides distasonis ET1037 92.17
Parabacteroides distasonis ET1027 92.3
Parabacteroides johnsonii An42 99
Parabacteroides distasonis An863 94
Parabacteroides distasonis ET610 99.14
Parabacteroides distasonis An199 99
Prevotella brevis An925 92.5
Prevotella brevis An923 92.4
Prevotella loescheii An865 90
Prevotella shahii ET15 89.72
Marseilla massiliensis An824 90.4
Marseilla massiliensis ET9 99.52
] Marseilla massiliensis An819 99.4
Prevotella dentalis An868 91
Prevotella copri An935 97.8
Prevotella copri An893 99.1
Prevotella stercorea An881 99.1
Prevotella stercorea An906 97.1
Prevotella stercorea An875 97.4
Prevotellamassilia timonensis An873 90.7
Bacteroides gallinaceum ET238 89.25
Bacteroides gallinaceum ET225 88.52
Bacteroides gallinaceum ET1017 88.65
Bacteroides caecicola ET2 99.33
Bacteroides caecicola An768 99
Bacteroides salanitronis ET1035 97.74
Bacteroides salanitronis An322 92.33
[ Bacteroides gallinaceum ET1016 91.77
Bacteroides caecicola ET474 90.14
Bacteroides gallinaceum ET1026 99.8
Bacteroides gallinaceum An821 99.7
Bacteroides gallinaceum An269 99
Bacteroides gallinaceum ET482 99.66
Bacteroides gallinaceum ET941 99.73
Bacteroides gallinaceum An558 99.66
Bacteroides gallinaceum An279 99
Bacteroides gallinaceum An825 99.7
Bacteroides gallinaceum An51a 99
— Bacteroides gallinaceum An19 99
Bacteroides gallinaceum ET995 99.53
Bacteroides gallinaceum ET484 99.53
Mediterranea massiliensis An20 91
Bacteroides helcogenes ET71 91.57
Bacteroides caecigallinarum An428b 97.55
Bacteroides caecigallinarum ET336 98.18
Bacteroides caecigallinarum ET924 98.19
Bacteroides caecigallinarum ET979 98.35
Bacteroides caecigallinarum ET12 98.72
Bacteroides caecigallinarum ET21 98.12
Bacteroides caecigallinarum An496 98
Bacteroides caecigallinarum ET22 97.65
Bacteroides caecigallinarum ET19 97.65
Bacteroides caecigallinarum An428a 97
Bacteroides caecigallinarum An406 97
Bacteroides eggerthii ET4 91.96
Bacteroides pyogenes ET44 99.93
Mediterranea massiliensis ET1025 93.84
Bacteroides rodentium ET489 94.16
Mediterranea massiliensis An772 99
Mediterranea massiliensis An502 96.24
Mediterranea massiliensis An421 96
Bacteroides clarus An43 99
Bacteroides clarus An189 99
N Bacteroides uniformis ET600 99.73
Bacteroides uniformis An67 99
Bacteroides fragilis ET48 98.69
Bacteroides fragilis ET606 99.74
Bacteroides fragilis ET596 99.93
Bacteroides fragilis ET595 99.61
Bacteroides fragilis ET594 99.61
Bacteroides caccae ET602 99.8
Bacteroides ovatus An161 99
Bacteroides xylanisolvens An109 99
Bacteroides xylanisolvens An931 99.6
Bacteroides xylanisolvens An107 99
Bacteroides thetaiotaomicron ET611 100
Bacteroides thetaiotaomicron ET603 99.8
Bacteroides thetaiotaomicron ET42 99.73
Bacteroides thetaiotaomicron An878 99.8
Bacteroides coprophilus An818 90.3
Mediterranea massiliensis ET6 91.09
Bacteroides coprophilus ET5 90.86
Bacteroides dorei An41 99
Bacteroides dorei An16 99
Bacteroides vulgatus ET609 99.6
Bacteroides vulgatus ET599 99.67
Bacteroides vulgatus ET597 99.8
Bacteroides vulgatus ET47 99.87
Bacteroides vulgatus An905 99.9
Bacteroides coprophilus ET3 99.73
Bacteroides barnesiae ET13 98.08
Bacteroides barnesiae ET11 98.08
Bacteroides barnesiae ET951 97.57
Bacteroides barnesiae ET986 97.73
Bacteroides barnesiae ET975 98.46
Bacteroides barnesiae ET62 98.49
Bacteroides barnesiae ET959 98.3
Bacteroides barnesiae ET976 98.46
Bacteroides plebeius ET1041 99.34
Bacteroides plebeius An475 98
Bacteroides plebeius An426 98
Bacteroides plebeius ET80 99.33
Bacteroides plebeius ET8 99.46
Bacteroides coprocola An850 99
Bacteroides coprocola An767 99
Bacteroides mediterraneensis An793 99.45
Bacteroides mediterraneensis An801 97
Bacteroides mediterraneensis ET481 97.73
Bacteroides mediterraneensis An822 97 8
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